Current Gene List?

Genes with full coding exonic regions included in FoundationOne CDx for the detection of substitutions,

insertion-deletions (indels), and copy-number alterations (CNASs).

ABLT
AR
AURKB
BCOR
BTK
CCND3
CDKIZ
CEBPA
CTNNAT
DIS3
ERBB2
FANCA
FGFI9
£
GATAE
HDACT
IKBKE
JUN
KMT2A (MLL)
MAP3KT
MERTK
MSHE
NBN
NPMT
PARPI
PDGFRB
POLD]
PTEN
RADSID
RICTOR
SF381
SOX2
SYK
TSci
XPOT

ACVRIB
ARAF
AXINT
BCORLT
Cllorf30 (emMsy)
CCNE]
COK4
CHERT
CTNNET
DODNMT3A
ERBES
FANCC
FGFZ23
FLON
GID4 (C170rf33)
HGF
IKZFT
KOM5A
KMT2D il 2)
MAPIKI3
MET
MSTIR
NFT
NRAS
PARPZ
POKT
POLE
PTENTT
RADS2Z
RNF43
SGKT
S50X9
TEX3
TSC2
XRCCZ2

AKTI
ARFRPI
AXL
BRAF
CALR
cD22
CDKE
CHEKZ2
3 L
DOTIL
EREE4
FANCG
FiaFZ
FLT]
GNATT
HNF1A
INPP4E
KDMSC
KRAS
MAPKT
MITE
MTAP
NF2
NT5C2
PARP3
PIKIC2E
PPARG
PTPRO
RADS 4L
ROST
SMAD2
SPEN
TEK
TYROSZ
ZNF217

Select Rearrangements??

Genes with select intronic regions for the detection

and one non-coding RNA gene.

ALK BCL2
ETVS ETVE
MSHZ MYB

RARA RET
TMPRS52

‘TERC Is non-coding RNA gene, **

BCR
EWSRT
MYC
ROST

AKTZ
ARIDTA
BALT
BRCA]
CARDIT
CO274 (PD-LD
CDKE
CIC
CUL4A
EFED
ERCC4
FANCL
FGF4
FLTS
GNAITS
HRAS
IRFZ
KOMBA
LTH
MCL]T
MEKNKT
MTOR
NFEZL 2
NTRKT
PAXS
PIK3C2G
PEPE2RTA
QK
RAF]T
RPTOR
SMA D4
SPOP
TETZ2
UZAFT
ZNF703

BRAF
EZR
NOTCHZ
RSPOZ2

FTERT I= gene with promaoter reglon.

AKT3
ASXLT
BARDT
BRCAZ
CASPE8
CD70
CDKNTA
CREEEP
CXCR4
EGFR
ERG
FAS
FGF6
FOXL2Z
GNAQ
H5D 381
IRE4
KDR
LYMN
MDMZ2
MLHT
MUTYH
NEKEBIA
NTRKZ
PERMI
PIKICA
PPP2R2A
RACT
RARA
SDHA
SMARCA4
SRC
TGFERZ?
VEGFA

ALK
ATM
BCL2
BRD4
CEBFB
CD79A
CDKNIE
CRKL
CYPIZAT
ELS00
ERRFIT
FEXW?7
FGFRT
FUEFT
GNAS
103

IR52
KEAPT
MAF

MO M4
MPL
MYC
NKX2-T
NTRKS
PDCDI PD-1)
PIK3ICE
PROMIT
RADZT
RET
SDHE
SMARCET]
STAGZ
TIPARP
WHL

AURKA
BCL6
BTG2
COND2
CDH1
COKNZC
CTCF
DDR2
EPHB4
FAMAEC
FGF14
FGFR4
GATA4
H3E3A
IGFTR
JAK3
KLHLE
MAP2KA
MENT
MSH3
MYD&E
NOTCH3
PARKZ
PDGERA
PMS2
PTCHI
RADSIC
RET
SETD2
SOCST
SUFU
TP53
WTT

ALOX]Z2E AMERT (Famizze) APC
ATR ATRX
BCL2L] BCLZLZ
BRIPT BTGT
CBL CCNDT
CD798 CDC73
CORNZA CODKNZB
CSFIR GCSESR
DAXX DORT
EPHAS EPHEBT
ESRT EZHZ
FGFIO FGF12
FGFRZ2 FGFR3
GABRAG GATAS
GRM3 GSK3E
[DHT {DHZ
JAKT JARZ
KEL KIT
MAPZKT (qexny MAPZ2KZ (MEK2)
MEDIZ MEFZ2E8
MRETTA MSHZ
MYCL gmyCLI) MYCN
NOTCHI NOTCHZ
P2RY8 PALBZ
POCDILGZ ¢PD-12)

PIK3RT BT
PRKARTA PRIKC!
RADST RADSIE
REMIO REL
SDHC SDHD
SMO SNCAIP
S5TATS STKINI
TNFAIP3 TNFRS5FI4
WHSCT cmmsery WHSCILT

of gene rearrangements, one gene with a promoter region

BRCAT
FGFRT
NTRKT
sS5DC4

BRCAZ
FGFRZ
NTRKZ
SLC3442

CD74
FGFR3
NUTMIT
TERC®

EGFR ETVd

KIT KMTZ2A MLL)
POGFRA RAF]

TERT ipromoteronia™

FoundationOne CDx™ 15 a next-generation sequencing based in vitro diagnostlic device for detectlon of substitutions, Insertlon and deletlon alterations, and copy number alteratlons
In 324 genes and select gene rearrangements, as well as genomic slgnatures Including microsatellite Instability (Ms and tumaor mutational burden (TMEBY using DM A 1solated

Trom Tormalin-Tixed, paraffin-embedded (FFPE) tumor tissue specimens. For the complete Intended use staterment, Including companion diagnostic Indications and warnings and
Imiltations, please see the FoundatlonCne COx Technlcal Information, www foundationmedicine.com o
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